IN THE UNITED STATES^ftSCNT AND TRADEMARK OFFICE 

Applicant(s): Hu et al. 

Application No.: 10/036,328 

Filed: October 29, 2001 Group Art Unit: 1 646 

Title: Novel Human 7TM Proteins and 

Polynucleotides Encoding the Same 

Attorney Docket No.: LEX-0262-USA 



VERIFIED STATEMENT UNDER 37 C.RR. S 1.821 (ft 



Assistant Commissioner for Patents 
Washington, D.C. 20231 

Sir: 

I, Drenda D. Thomas, do declare and state as follows: 



1 . I prepared a Sequence Listing in paper and computer readable form 
under 37 C.F.R. § 1 .821 - 1 .825 in connection with the above-captioned patent 
application. 

2. I hereby state that the contents of the paper and computer readable 

L 

copies of the Sequence Listing are the same and that the computer readable form 
being submitted herewith does not include new matter. 
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CRF Problem Reftort 



The Scientific and Technical Information Center (STIC) experienced a problem 
when processing the following computer readable form (CRF): 

Application Serial Number: /o/o3h> 3<2$ 
Filing Date: /a/zj/ZoOt 
Date Processed by STIC: yZ yJ^X 

STIC Contact: Mark Spencer, 703-308-4212 

Nature of Problem: 




The/CRF (was): 



(circle one) Damaged ( ^Unreadable (for Unreadable, see attached) 

Blank (no files on CRFHsee attached) 

Empty file (filename present, but no bytes in file) (see attached) 

Virus-infected. Virus name: The STIC will not process the CRF. 

Not saved in ASCII text 

Sequence Listing was embedded in the file. According to Sequence Rules, 

submitted file should only be the Sequence Listing. 
Did not contain a Sequence Listing, (see attached sample) 
Other: 



PLEASE USE THE CHECKER VERSION 3.1 PROGRAM TO REDUCE ERRORS. 
SEE BELOW FOR ADDRESS; 

http:/www.uspto.gov/w^6/d£fices/pac/checker 



Applicants submitting genetic sequence information electronically on diskette or CD-Rom should be aware that there is 

a possibility thatthe disk/CD-Rom may have been affected by treatment given to all incoming mail. 

Please consider using alternate methods of submission for the disk/CD-Rom or replacement disk/CD-Rom, including: 

1. EFS-Bio (<http://www.uspto.gov/ebc/efs/downloads/documents.htm> , EFS Submission 
User Manual - ePAVE) 

2. U.S. Patent and Trademark Office, Box Sequence, P.O. Box 2327, Arlington, VA 22202 

3. Hand Carry directly to: 

U.S. Patent and Trademark Office, Technology Center 1 600, Reception Area, 7 th Floor, Examiner Name, 
Sequence Information, Crystal Mall One, 191 1 South Clark Street, Arlington, VA 22202 
Or 

U.S. Patent and Trademark Office, Box Sequence, Customer Window, Lobby, Room 1B03, Crystal Plaza Two 
2011 South Clark Place, Arlington, VA 22202 . * 

4. Federal Express, United Parcel Service , r ther delivery service to: U.S. Patent and Trademark Office, 
Box Sequence, Room 1B03-Mailroom, Crystal Plaza Two, 201 1 South Clark Place, Arlington, VA 22202 



A:\>DIR 

Volume ' in drive A has no label 
Directory of A:\ 

LEX-02-1 TXT 48,848 10.-09-01 4:26p LEX- 0262 -USA SEQLIST.txt 

1 file(s) 48,848 bytes 

0 dir(s) 1,408,512 bytes free 

A:\>TYPE LEX- 02-1. TXT | MORE 

/" - 

Read fault error reading drive A 

Abort, Retry, Fail?F \ (ft^CsOM- /-rh-*^^^ 

Fail on INT 24 - LEX-02~1.TXT J /) ) J 

A:\> 
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OIPE 



RAW SEQUENCE LISTING DATE: 04/08/2002 

PATENT APPLICATION: US/10/036 f 328A TIME: 14:53:01 

Input Set : A:\LEX-0262-USA SEQLIST.txt 
Output Set: N:\CRF3\04082002\J036328A.raw 

4 <110> APPLICANT: Hu, Yi 

5 Zambrowicz, Brian 

6 Nepomnichy, Boris 
8 <120> TITLE OF INVENTION: Novel Human 7TM Proteins and Polynucleotides Encoding the 

Same 

10 <130> FILE REFERENCE: LEX- 0262 -USA 
C--> 12 <140> CURRENT APPLICATION NUMBER: US/10/036, 328A 
C--> 12 <141> CURRENT FILING DATE: 2001-10-29 

12 <150> PRIOR APPLICATION NUMBER: US 60/244,285 

13 <151> PRIOR FILING DATE: 2000-10-30 
15 <160> NUMBER OF SEQ ID NOS : 9 

17 <170> SOFTWARE: FastSEQ for Windows Version 4.0 

19 <210> SEQ ID NO: 1 

20 <211> LENGTH: 3633 

21 <212> TYPE: DNA 

22 <213> ORGANISM: Homo sapiens 

24 <4 00> SEQUENCE: 1 

25 atgacatcta gtaataccca acctctgctt atgacttcct ggaacatacc cacagctgaa 60 

26 ggttctcagt ttccaatttc caccactatt aatgtaccta catccaatga gatggaaaca 120 

27 gagactctac accttgttcc tgggcctttg tcaacattca cagcctctca gactggtcta 180 

28 gtatctaaag atgtcatggc aatgtcatca attcctatgt caggaattct tcctaaccat 240 

29 gggctttctg agaacccttc attatcaaca tctttaagag ctatcacttc cacattggct 300 

30 gacgttaagc acacatttga gaaaatgacc acatctgtaa ctcctgggac cacactccca 360 

31 tcaattcttt ctggtgccac ttcaggatct gtaatttcaa agtcacccat tctgacatgg 420 

32 ctcttatcta gtctcccttc tggctcccct ccggcaactg tatctaatgc ccctcatgtt 480 

33 atgacttcct ctacagtaga ggtgtcaaaa tcaacatttc tgacatctga catgatatca 540 

34 gcgcacccat tcactaactt gacaacacta ccctctgcta ctatgagcac catactcacc 600 

35 cgaaccattc ctacacctac actgggtggt atcactactg gcttcccaac ttctctccct 660 

36 atgtctataa atgtcacaga tgacattgtg tacatttcca cacaccctga ggcatcctcc 720 

37 agaaccacaa taactgccaa ccccaggact gtgtctcatc cttcatcctt cagcagaaag 780 

38 actatgtcac cttctacaac tgaccacact ctatctgttg gtgccatgcc tctgcctagc 840 

39 tctacaataa catcttcatg gaacagaatt ccaactgcat catcaccctc tactttaatt 900 

40 attcctaagc ccacactgga ctcccttcta aatataatga ctactacatc cactgttcct 960 

41 ggagcctcat ttccactcat atccactggg gtgacatatc cttttacagc aactgtgtct 1020 

42 tcaccaatat cgtccttttt tgaaacaact tggctggact ccacaccttc ctttctatct 1080 

43 acggaagcat cgacttcgcc tactgccacc aagtccacag tttccttcta caatgttgaa 1140 

44 atgagcttct ctgtctttgt tgaagagcca aggatcccta ttaccagtgt tataaatgaa 1200 

45 tttacggaaa attcgttgaa ttctatattt cagaacagtg aattttctct tgctactctg 1260 
4 6 gaaacccaaa ttaaaagcag ggacatttca gaggaagaga tggtcatgga tcgagctatt 1320 

47 ttggaacaga gagaaggaca agaaatggct acaatttcct atgtaccata cagttgtgtt 1380 

48 tgtcaggtca tcataaaagc cagctcttcc ttagcatcct ctgaattgat gagaaaaatc 1440 

49 aaaagtaaaa tacatggcaa cttcacacat ggaaacttca cacaagatca attgacgtta 1500 

50 ttagtaaact gtgaacacgt tgcagtgaaa aaactagagc ctggaaattg caaagctgat 1560 

51 gaaacagcct ctaaatacaa agggacctat aagtggctat taaccaaccc tacggagaca 1620 



ENTERED 



file://C:\Crf3\Outhold\VsrJ036328A.htm 
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RAW SEQUENCE LISTING DATE: 04/08/2002 

PATENT APPLICATION: US/10/036, 328A TIME: 14:53:01 



Input Set : A:\LEX-0262-USA SEQLIST.txt 
Output Set: N:\CRF3\04082002\J036328A.raw 

52 gcccaaacca gatgcataaa aaatgaggat ggaaatgcca caagattctg ttcaatcagc 1680 

53 atcaacacgg gcaaatctca gtgggaaaag ccaaagttta aacaatgcaa attgcttcaa 1740 

54 gaacttcctg acaagattgt ggatcttgct aatattacca taagtgatga gaatcctgag 1800 

55 gatgttgcag agcatatttt aaatttgata aatgaatccc cagccctggg taaagaagag 1860 

56 acaaagatta ttgtttctaa aatatcagat atttcacaat gtgatgagat aagtatgaac 1920 

57 ctaactcatg ttatgttaca aataatcaac gttgttttgg aaaagcaaaa caattccgcc 1980 

58 tctgatctgc atgaaataag caatgaaatt ctgaggataa ttgagcgtcc tggtcacaag 2040 

59 atggagtttt ctgggcagat agcaaatctg gcggtggccg ggctggcttt ggctgtgctg 2100 

60 cggggggacc acacgtttga tggcatggct ttcagcattc actcctatga agaaggccca 2160 

61 gaccctgaca ttttcctagg caatgtccct gtgggaggga ttttggcttc catatatttg 2220 

62 cctaaatcac tgacggagag aattcctctt agcaacttac aaccgatctt gtttaatttc 2280 

63 tttggccaaa cttcactctt taagaccaaa aatgtcacta aagcattaac cacatatgtt 2340 

64 gtgagtgcca gcatttcaga tatgttcatt caaaacttag ctgacccagt ggttatcact 2400 

65 ctgcagcata ttggaggaaa ccagaattat ggtcaagttc actgtgcctt ttgggatttt 2460 

66 gagaataata atgggctggg tggatggaat tcgtcaggct gtaaagtaaa ggaaacaaat 2520 

67 gtaaattaca caatctgtca gtgtgaccac ctcacccatt ttggagtctt aatggattta 2580 

68 tccaggtcta cagtggattc agtgaatgaa cagatattag cgcttataac atacaccgga 2640 

69 tgtggaatct cctccatttt cctgggagtt gcagtggtga catacatagc ttttcacaaa 2700 

70 cttcgaaaag attatcctgc caaaattctg atcaacctgt gcacagcact actgatgcta 2760 

71 aacctggtat ttttgatcaa ttcttggttg tcatcatttc agaaagtggg agtttgtatc 2820 

72 acagctgcag tggcacttca ttacttcctg cttgtttctt ttacttggat gggcctggag 2880 

73 gcagtccaca tgtatttggc tctagtcaaa gtcttcaaca tatacattcc aaattatatc 2940 

74 cttaaatttt gtctagttgg ttggggaatc ccggctatca tggtggcaat cacagtcagt 3000 

75 gtgaaaaaag atctgtatgg aactctgagc ccaacaactc cgttttgttg gattaaagat 3060 

76 gattctatct tttacatctc agtggtggct tatttttgcc tcatatttct catgaatctc 3120 

77 tccatgttct gcactgttct tgttcaactg aattctgtga aatcccaaat ccagaagact 3180 

78 cggcggaaga tgatcctgca tgacctcaaa ggcacaatga gcctgacatt cttacttggc 3240 

79 ctcacctggg ggtttgcatt ttttgcttgg ggacccatga ggaacttttt cttgtatttg 3300 

80 tttgccattt ttaacacttt gcaaggattc ttcatttttg tgtttcactg tgtgatgaag 3360 

81 gagagtgtgc gggagcagtg gcagatacac ctctgctgtg ggtggttgcg attggataac 34 20 

82 tcttctgatg ggagcagccg gtgtcagata aaggttggat ataaacagga gggactaaag 34 80 

83 aaaatctttg agcacaaact gttgacgcca tctctcaagt caactgcaac tagctccact 3540 

84 ttcaaatctt taggctctgc acaaggcaca ccttcagaaa taagctttcc aaatgatgac 3600 

85 yttgacaaag atccttactg ttcctctcct tga 3633 

87 <210> SEQ ID NO: 2 

88 <211> LENGTH: 1210 

89 <212> TYPE: PRT 

90 <213> ORGANISM: Homo sapiens 

92 <400> SEQUENCE: 2 

93 Met Thr Ser Ser Asn Thr Gin Pro Leu Leu Met Thr Ser Trp Asn lie 

94 1 5 10 15 

95 Pro Thr Ala Glu Gly Ser Gin Phe Pro lie Ser Thr Thr lie Asn Val 

96 20 25 30 

97 Pro Thr Ser Asn Glu Met Glu Thr Glu Thr Leu His Leu Val Pro Gly 

98 35 40 45 

99 Pro Leu Ser Thr Phe Thr Ala Ser Gin Thr Gly Leu Val Ser Lys Asp 

100 50 55 60 

101 Val Met Ala Met Ser Ser lie Pro Met Ser Gly lie Leu Pro Asn His 
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103 


Gly Leu 


Ser 


Glu 


Asn 


Pro 


Ser 


Leu 


Ser 


Thr 


Ser 


Leu 


Arg 


Ala 


He 


Thr 


104 










85 










90 










95 




105 


Ser 


Thr 


Leu 


Ala 


Asp 


Val 


Lys 


His 


Thr 


Phe 


Glu 


Lys 


Met 


Thr 


Thr 


Ser 


106 








100 










105 










110 






107 


Val 


Thr 


Pro Gly 


Thr 


Thr 


Leu 


Pro 


Ser 


He 


Leu 


Ser 


Gly 


Ala 


Thr 


Ser 


108 






115 










120 










125 








109 


Gly 


Ser 


Val 


He 


Ser 


Lys 


Ser 


Pro 


He 


Leu 


Thr 


Trp 


Leu 


Leu 


Ser 


Ser 


110 




130 










135 










140 










111 


Leu 


Pro 


Ser Gly 


Ser 


Pro 


Pro 


Ala 


Thr 


Val 


Ser 


Asn 


Ala 


Pro 


His 


Val 


112 


145 










150 










155 










160 


113 


Met 


Thr 


Ser 


Ser 


Thr 


Val 


Glu 


Val 


Ser 


Lys 


Ser 


Thr 


Phe 


Leu 


Thr 


Ser 


114 










165 










170 










175 




115 


Asp 


Met 


He 


Ser 


Ala 


His 


Pro 


Phe 


Thr 


Asn 


Leu 


Thr 


Thr 


Leu 


Pro 


Ser 


116 








180 










185 










190 






117 


Ala 


Thr 


Met 


Ser 


Thr 


He 


Leu 


Thr 


Arg 


Thr 


He 


Pro 


Thr 


Pro 


Thr 


Leu 


118 






195 










200 










205 








119 


Gly Gly 


lie 


Thr 


Thr 


Gly 


Phe 


Pro 


Thr 


Ser 


Leu 


Pro 


Met 


Ser 


He 


Asn 


120 




210 










215 










220 










121 


Val 


Thr Asp Asp 


He 


Val 


Tyr 


He 


Ser 


Thr 


His 


Pro 


Glu 


Ala 


Ser 


Ser 


122 


225 










230 










235 










240 


123 


Arg 


Thr 


Thr 


He 


Thr 


Ala 


Asn 


Pro 


Arg 


Thr 


Val 


Ser 


His 


Pro 


Ser 


Ser 


124 










245 










250 










255 




125 


Phe 


Ser 


Arg 


Lys 


Thr 


Met 


Ser 


Pro 


Ser 


Thr 


Thr 


Asp 


His 


Thr 


Leu 


Ser 


126 








260 










265 










270 






127 


Val Gly Ala Met 


Pro 


Leu 


Pro 


Ser 


Ser 


Thr 


He 


Thr 


Ser 


Ser 


Trp 


Asn 


128 






275 










280 










285 








129 


Arg 


He 


Pro 


Thr 


Ala 


Ser 


Ser 


Pro 


Ser 


Thr 


Leu 


He 


He 


Pro 


Lys 


Pro 


130 




290 










295 










300 










131 


Thr 


Leu 


Asp 


Ser 


Leu 


Leu 


Asn 


He 


Met 


Thr 


Thr 


Thr 


Ser 


Thr 


Val 


Pro 


132 


305 










310 










315 










320 


133 


Gly Ala 


Ser 


Phe 


Pro 


Leu 


He 


Ser 


Thr 


Gly 


Val 


Thr 


Tyr 


Pro 


Phe 


Thr 


134 










325 










330 










335 




135 


Ala 


Thr 


Val 


Ser 


Ser 


Pro 


He 


Ser 


Ser 


Phe 


Phe 


Glu 


Thr 


Thr 


Trp 


Leu 


136 








340 










345 










350 






137 


Asp 


Ser 


Thr 


Pro 


Ser 


Phe 


Leu 


Ser 


Thr 


Glu 


Ala 


Ser 


Thr 


Ser 


Pro 


Thr 


138 






355 










360 










365 








139 


Ala 


Thr 


Lys 


Ser 


Thr 


Val 


Ser 


Phe 


Tyr 


Asn 


Val 


Glu 


Met 


Ser 


Phe 


Ser 


140 




370 










375 










380 










141 


Val 


Phe 


Val 


Glu 


Glu 


Pro 


Arg 


He 


Pro 


He 


Thr 


Ser 


Val 


He 


Asn 


Glu 


142 


385 










390 










395 










400 


143 


Phe 


Thr 


Glu 


Asn 


Ser 


Leu 


Asn 


Ser 


He 


Phe 


Gin 


Asn 


Ser 


Glu 


Phe 


Ser 


144 










405 










410 










415 




145 


Leu 


Ala 


Thr 


Leu 


Glu 


Thr 


Gin 


He 


Lys 


Ser 


Arg 


Asp 


He 


Ser 


Glu 


Glu 


146 








420 










425 










430 






147 


Glu 


Met 


Val 


Met 


Asp 


Arg 


Ala 


He 


Leu 


Glu 


Gin 


Arg 


Glu 


Gly 


Gin 


Glu 


148 






435 










440 










445 








149 


Met 


Ala 


Thr 


He 


Ser 


Tyr 


Val 


Pro 


Tyr 


Ser 


Cys 


Val 


Cys 


Gin 


Val 


He 


150 




450 










455 










460 










151 


He 


Lys 


Ala 


Ser 


Ser 


Ser 


Leu 


Ala 


Ser 


Ser 


Glu 


Leu 


Met 


Arg 


Lys 


He 
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152 


465 










470 










475 










480 


153 


Lvs 


Ser 


Lys 


He 


His 


Gly Asn 


Phe 


Thr 


rilS 


Gly Asn 


Pne 


Thr 


Gin 


Asp 


154 










485 




















495 


155 


Gin 

VJ -1- 11 


Leu 


Thr 


Leu 


Leu 


Vdl 


Asn 


Cys 


Glu 


TT -! 

nlS 


Val 


Ala 


Val 


Lys 


Lys 


Leu 


156 








500 










505 










510 




157 


G1 u 


Pro Gly Asn 


Cys 


j_»ys 


Ala 


Asp 


Glu 


iii V\ 

Tnr 


Ala 


Ser 


Lys 


Tyr 


Lys 


Gly 


158 






515 










520 










c o c 
DZD 


159 

J. -J s 


Thr* 

J. 11J. 


iyr 


Lys 


Trp 


Leu 


jjeu 


Thr 


Asn 


Pro 


Thr 


Glu 


Thr 


Ala 


Gin Thr Arq 


160 

X V \J 




r in 

J jU 










535 










540 










161 

Jb V/ -L. 


Pv«? 


± j.e 


Lys 


Asn 


Glu 


nbp 


Gly Asn Ala 


Thr 


Arg 


Phe 


Cys 


Ser 


He 


Ser 


162 


545 










Ken 
DDK) 










c C c 

555 








560 


163 


lie 

J- J- vi- 


Asn 


Thr Gly Lys 


O V* 


Gin 


Trp 


Glu 


Lys 


Pro 


Lys 


Pne 


Lys 


Gin 


Cys 


164 










565 










570 








575 


165 


J_ijr O 


Leu 


Leu 


Gin 


Glu 


Leu 


Pro 


Asp 


Lys 


He 


Val 


Asp 


T" « * * 

Leu 


Ala 


Asn 


He 


166 

V 








580 










585 








590 






167 


Thr 


He 


Ser 


Asp 


Glu 


Asn 


Pro 


Glu 


Asp 


Val 


Ala 


Glu 


His 


He 


Leu 


Asn 


168 

•l xy \mS 






595 










600 










605 








169 




He 


Asn 


Glu 


Ser 


Pro 


Ala 


Leu 


Gly Lys 


Glu 


Glu 


Thr 


Lys 


He 


He 


170 




610 










615 










620 








171 


Val 


Ser 


Lys 


He 


Ser 


Asp 


He 


Ser 


Gin 


Cys 


Asp 


Glu 


He 


Ser 


Met 


Asn 


172 


625 










630 










635 










640 


173 


Leu 

-4-J V- LI 


Thr 


His 


Val 


Met 


Leu 


Gin 


He 


He 


Asn 


Val 


Val 


Leu 


Glu 


Lys 


Gin 


174 










645 










650 










655 




175 


Asn 

£1 O 11 


Asn 


Ser 


Ala 


Ser 


Asp 


Leu 


His 


Glu 


He 


Ser 


Asn 


Glu 


He 


Leu 


Arg 


176 








660 










665 










670 




177 


Hp 


He 


Glu 


Arg 


Pro Gly His 


Lys 


Met 


Glu 


Phe 


Ser Gly Gin 


He 


Ala 


178 






675 










680 










685 








179 


Asn 


Leu Ala Val Ala Gly Leu Ala Leu Ala Val 


Leu 


Arg 


Gly Asp His 


180 




690 










695 










700 








181 

Jp w J*. 


Thr* 


Phe 


Asp 


Gly Met Ala 


Phe 


Ser 


He 


His 


Ser 


Tyr Glu Glu Gly Pro 


182 

-1- U Ai 


705 










710 










715 










720 


183 

-1- <J 


A CJD 


Pro 


Asp 


He 


Phe 


Leu 


Gly Asn 


Val 


Pro 


Val 


Gly Gly 


He 


Leu 


Ala 


184 










725 










730 










735 




185 




He 


Tyr 


Leu 


Pro 


Lys 


Ser 


Leu 


Thr 


Glu 


Arg 


He 


Pro 


Leu 


Ser 


Asn 


186 








740 










745 










750 






187 


Leu 


Gin 


Pro 


He 


Leu 


Phe 


Asn 


Phe 


Phe 


Gly Gin 


Thr 


Ser 


Leu 


Phe 


Lys 


188 






755 










760 










765 






-L U _7 


Thr 


Lys 


Asn 


Val 


Thr 


Lys 


Ala 


Leu 


Thr 


Thr 


Tyr Val 


Val 


Ser 


Ala 


Ser 


190 




770 










775 










780 










191 


He 


Ser 


Asp 


Met 


Phe 


He 


Gin 


Asn 


Leu 


Ala 


Asp 


Pro 


Val 


Val 


He 


Thr 


192 


785 










790 










795 










800 


193 


Leu 


Gin 


His 


He 


Gly Gly Asn 


Gin 


Asn 


Tyr Gly Gin Val 


His 


Cys 


Ala 


194 










805 










810 










815 




195 


Phe 


Trp 


Asp 


Phe 


Glu 


Asn 


Asn 


Asn 


Gly 


Leu 


Gly Gly Trp Asn 


Ser 


Ser 


196 








820 










825 










830 






197 


Gly Cys 


Lys 


Val 


Lys 


Glu 


Thr 


Asn 


Val 


Asn 


Tyr 


Thr 


He 


Cys 


Gin 


Cys 


198 






835 










840 










845 




199 


Asp 


His 


Leu 


Thr 


His 


Phe Gly Val 


Leu 


Met 


Asp 


Leu 


Ser 


Arg 


Ser 


Thr 


200 




850 










855 








860 
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201 


Val 


Asd 




Val 

v ax 


A q n 
noli 




bill 


T 1 o 


Leu 


Ala 


lieu 


lie 


Tnr 


Tyr 


Thr 


Gly 


202 

V *J 


865 










O / \J 










Q *7 ^ 
O / J 








O O f\ 

880 


203 


Cvs 


Glv 


He 

-L J- 




Cor* 


Tl o 
lie 




T am 

Leu 


Gly Val 


Ala 


Val 


Val 


Thr 


Tyr 


He 


204 










O O »/ 










890 










895 




205 

4J \S mm/ 


Ala 


Php 


Hi <3 


T,vc 
lj y 




Airy 


T xro 

L.ys 


ASp 


Tyr 


Pro 


Ala 


Lys 


He 


Leu 


He 


Asn 


206 








900 

S \J \J 










905 








910 






207 






j. in 


Ala 


T.on 
lieu 


T on 


Mot" 
1*1 c L. 


Leu 


Asn 


Leu 


Val 


Phe 


Leu 


He 


Asn 


Ser 


208 

A* v/ V 






915 










920 










925 








209 


J. J.^ 


Leu 


Ser 


Cor 


ir lit; 


uill 


Lys 


Val 


Gly Val 


Cys 


He 


Thr 


Ala 


Ala 


Val 


210 

A* .J- V 




930 










935 








940 










211 

—k. <pL 


Ala 


Leu 


His 


T VT 


XT llC 


Leu 


Leu 


Val 


Ser 


Phe 


Thr 


Trp 


Met 


Gly Leu 


Glu 


212 


945 










950 










955 








r\ r r\ 

960 


213 


Ala 


Val 


His 


nc l. 


Tyr 


Leu 


Ala 


Leu 


Val 


Lys 


Val 


Phe 


Asn 


He 


Tyr 


He 


214 










965 










970 










975 




215 


Pro 


Asn 


Tyr 


He 


Leu 


Lys 


Phe 


Cys 


Leu 


Val 


Gly Trp 


Gly 


He 


Pro 


Ala 


216 

4J -JL> w 








980 










985 








990 






217 


He 


Met 


Val 


Ala 


He 


Thr 


Val 


Ser 


Val 


Lys 


Lys 


Asp 


Leu 


Tyr Gly 


Thr 


218 






995 










1000 








1005 






219 


Leu 


Ser 


Pro 


Thr 


Thr 


Pro 


Phe 


Cys 


Trp 


He 


Lys 


Asp 


Asp 

) 


Ser 


He 


Phe 


220 

m \y 




1010 








1015 








102C 








221 

U -1- 


Tyr 


He 


Ser 


Val 


Val 


Ala 


Tyr 


Phe 


Cys 


Leu 


He 


Phe 


Leu 


Met 


Asn 


Leu 


222 


1025 








1030 








1035 








1040 


223 

*mf 


Ser 


Met 


Phe 


Cys 


Thr 


Val 


Leu 


Val 


Gin 


Leu 


Asn 


Ser 


Val 


Lys 


Ser 


Gin 


224 










1045 








1050 






1055 


225 

mtU *mJ 


He 


Gin 


Lys 


Thr 


Arg 


Arg 


Lys 


Met 


He 


Leu 


His 


Asp 


Leu 


Lys 


Gly Thr 


226 

4«J V 








1060 








1065 








1070 




227 


Met 


Ser 


Leu 


Thr 


Phe 


Leu 


Leu Gly Leu 


Thr 


Trp 


Gly Phe Ala 


Phe 


Phe 


228 






1075 








1080 






1085 






229 

4-1 A-t -J 


Ala 


Trp Gly 


Pro 


Met 


Arg 


Asn 


Phe 


Phe 


Leu 


Tyr 


Leu 


Phe 


Ala 


He 


Phe 


230 

AJ <J V/ 




1090 








1095 






1100 








231 


Asn 


Thr 


Leu 


Gin 


Gly 


Phe 


Phe 


He 


Phe 


Val 


Phe 


His 


Cys 


Val 


Met 


Lys 


232 

*mJ m& 


1105 








1110 








1115 






1120 


233 


Glu 


Ser 


Val 


Arg 


Glu 


Gin 


Trp 


Gin 


He 


His 


Leu 


Cys 


Cys 


Gly 


Trp 


Leu 


234 










1125 








1130 






1135 


235 


Arg 


Leu 


Asp 


Asn 


Ser 


Ser Asp Gly 


Ser 


Ser 


Arg 


Cys 


Gin 


He 


Lys 


Val 


236 








1140 








1145 








1150 




237 


Gly 


Tyr 


Lys 


Gin 


Glu 


Gly 


Leu 


Lys 


Lys 


He 


Phe 


Glu 


His 


Lys 


Leu 


Leu 


238 






1155 








1160 










1165 






239 


Thr 


Pro 


Ser 


Leu 


Lys 


Ser 


Thr 


Ala 


Thr 


Ser 


Ser 


Thr 


Phe 


Lys 


Ser 


Leu 


240 




1170 










1175 










1180 








241 


Gly 


Ser 


Ala 


Gin 


Gly 


Thr 


Pro 


Ser 


Glu 


He 


Ser 


Phe 


Pro 


Asn 


Asp 


Asp 


242 


1185 










1190 










1195 








1200 


243 


Phe 


Asp 


Lys 


Asp 


Pro 


Tyr 


Cys 


Ser 


Ser 


Pro 















244 1205 1210 

246 <210> SEQ ID NO: 3 

247 <211> LENGTH: 2205 

248 <212> TYPE: DNA 

249 <213> ORGANISM: Homo sapiens 
251 <400> SEQUENCE: 3 
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